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Abstract: [Objective] This study is designed to investigate the accumulation and distribution of sucrose and
hexose in aril and kernel tissue during seed expansion of Torreya grandis ‘ Merrillii’, clarify the effect of
sucrose metabolism on the sink vitality of seeds, and explore the effects of key enzyme activity of sucrose

metabolism and gene expression patterns on seed expansion. [Method] The kernel and aril at different stages
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of T. grandis ‘ Merrillii’ seed expansion were used as research materials. The contents of sucrose, glucose,
fructose and starch, the activity of enzymes related to sucrose metabolism, the contents of hormones and
changes in the expression of genes encoding enzymes related to sucrose metabolism were measured. [Result]
With the expansion of 7. grandis ‘Merrillii’ seeds, the contents of sucrose, glucose and fructose in the aril first
increased and then decreased, while the starch content decreased continuously to 254.05 mg-g ' at 90 d after
seed protrusion. Sucrose content in seed kernel decreased by 61.24% at 90 d after seed protrusion, and starch
content gradually increased from 105.29 mg- g ' at 30 d after seed protrusion to 149.72 mg- g™' at 90 d after seed
protrusion. The activity of sucrose phosphate synthase increased in seed aril, but decreased in seed kernel by
28.82% at 90 d after seed protrusion. The activity of sucrose invertase also increased significantly (P<<0.05) in
seed aril. At 90 d after seed protrusion, cytoplasmic invertase and vacuolar invertase increased to 21.52 and
23.49 pmol-mg '-min'. Gene expression analysis showed that genes involved in sucrose and hexose transport
were significantly up-regulated (P<<0.05) during seed expansion, and several transcripts of genes involved in
sucrose hydrolysis were also significantly up-regulated (P<<0.05). The genes involved in starch synthesis in
seed kernel were significantly up-regulated (P<<0.05) at the later stage of seed expansion. Correlation analysis
showed there was a certain correlation between various hormones in aril and kernel and the contents of glucose,
fructose, sucrose, starch and enzyme activity. [Conclusion] The accumulation of sucrose in the aril tissue
mainly occurs during the early stage of seed expansion, while the hydrolysis of sucrose and starch occurs in the
later stage of seed expansion. Sucrose in seed kernel is mainly decomposed. There are active carbohydrate
transport and metabolism between seed aril and kernel, as well as within kernel. Sucrose invertase is the key
enzyme responsible for sucrose hydrolysis, and cytoplasmic invertase and vacuolar invertase play an important
role. [Ch, 6 fig. 1 tab. 42 ref.]

Key words: Torreya grandis ‘Merrillii’; seed expansion; sucrose metabolism; enzyme activity; gene expression
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Figure 1 Changes of growth indexes during 7. grandis ‘Merrillii’ seed expansion stages
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Figure 2 Changes of sucrose (A), glucose (B), fructose (C) and starch (D) contents in aril and kernel during T. grandis “Merrillii’ seed expansion
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Figure 3 Changes of sucrose phosphate synthase (A), cell wall invertase (B), vacuolar invertase (C) and cytoplasmic invertase (D) activities in aril

and kernel during 7. grandis ‘Merrillii”  seed expansion
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Table 1  Analysis of endogenous hormone contents in aril and kernel during 7. grandis ‘Merrillii’ seed expansion
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L7 € 30 60 90d
BB = fBRh B = 1B e =
A KR (1AA) 149.81+4.75 ¢ 467.88+30.98 a 23.68+0.25d  215.04+3.24b 12.59+0.40 d 3.65+0.03 d
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JIVE R (ABA) 875.62+29.96 ab  763.09£76.84 bc 712751528 ¢ 907.91+50.30a  207.716.13d  922.31£42.40 a
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